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The secretome of Aspergillus terreus grown in different media
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Aspergillus terreus not only comprises an important class of organisms that have significant
commercial relevance to the biotechnology industry, but also is an emerging fungal pathogen.
Secreted proteins are of special interest in the study of biotechnology or fungal pathogens. To
identify these proteins, the excreted proteins of A. terreus were analyzed by 2-DE and nano—
LC-MS/MS. A total of 82 protein spots corresponding to 39 unique proteins were identified
under different culture conditions using sucrose, glucose, or starch as the main carbon source.
Both oryzin and a predicted protein were the most abundant in the three media. Most of the
identified proteins belong to the hydrolase family, including hydrolases, glycosylases, and
proteases. These results will be useful to study protein excretion in further detail and to
provide new strategies for enhanced excretory production of recombinant proteins in fungi.
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